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Supplementary figure 5. Whole cell lysate screening for crosslinking partners of a2, a6, and a7 subunits. With whole cell lysates,

no crosslinked product was detected for a2 (panel a) paired with any of the Rpts. Results for a6 (panel b) and a7 (panel ¢) were inconclusive
due to a nonspecific crosslinked product with a size similar to that of the specific Rpt-a pair observable using purified proteasomes (Fig. 5).
Several lanes are underloaded (lanes 1 and 2 of Fig. S5a, lanes 3-6 of Fig. S5b). As shown in Fig. 5a and 5g of the main text, these nonspecific
crosslinked products are formed with cysteines from neighboring a subunits, i.e.,, C117 of a5 and C113 of a6, respectively. Mutating these
cysteines to alanines gives rise to little or no growth phenotype, as shown in panels e and f.



